SEQUENCE LISTING 
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<130> D0079 NP 
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<151> 2001-02-16 

<160> 81 

<170> Patentln version 3.0 

<210> 1 

<211> 2565 

<212> DNA 

<213> homo sapiens 

!J<220> 
Q<221> CDS 
I3<222> (1) . . (1251) 

||j<4 00> 1 

ijjatg aca act ctt gtt cct gca acc etc tec ttc ctt ctt etc tgg acc 4 8 

jjflet Thr Thr Leu Val Pro Ala Thr Leu Ser Phe Leu Leu Leu Trp Thr 
5 10 15 



J^tg cca ggg cag gtc etc etc agg gtg gec ttg gca aaa gag gaa gtc 96 

WLeu Pro Gly Gin Val Leu Leu Arg Val Ala Leu Ala Lys Glu Glu Val 

IM 20 25 30 

ifjaaa tct gga acc aag ggg tec cag ccc atg tec ccc tct gat ttc eta 14 4 

QLys Ser Gly Thr Lys Gly Ser Gin Pro Met Ser Pro Ser Asp Phe Leu 
111 35 40 45 



gac aaa ctt atg ggg cga aca tct gga tat gat gee agg att egg ccc 192 
Asp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp Ala Arg He Arg Pro 
50 55 60 

aat ttt aaa ggc cca ccc gtg aac gtg acc tgc aac ate ttc ate aac 240 
Asn Phe Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 
65 70 75 80 



agt ttc age tec gtc acc aag acc aca atg gac tac egg gtg aat gtc 
Ser Phe Ser Ser Val Thr Lys Thr Thr Met Asp Tyr Arg Val Asn Val 
85 90 95 



288 



ttc ttg egg caa cag tgg aat gac cca cgc ctg tec tac cga gaa tat 336 
Phe Leu Arg Gin Gin Trp Asn Asp Pro Arg Leu Ser Tyr Arg Glu Tyr 
100 105 " HO 



cct gat gac tct ctg gac etc gat ccc tec atg ctg gac tct ate tgg 
Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met Leu Asp Ser He Trp 
115 120 125 



384 



1 



aag cca gac etc ttc ttt get aat gag aaa ggg gec aac ttc cat gag 432 
Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly Ala Asn Phe His Glu 
130 135 140 

gtg ace acg gac aac aag tta ctg cgc ate ttc aag aat ggg aat gtg 480 
Val Thr Thr Asp Asn Lys Leu Leu Arg He Phe Lys Asn Gly Asn Val 
145 150 155 " 160 

ctg tac age ate agg ctg acc etc att ttg tec tgc ctg atg gac etc 528 
Leu Tyr Ser He Arg Leu Thr Leu He Leu Ser Cys Leu Met Asp Leu 
165 170 175 

aag aac ttc ccc atg gac ate cag acc tgc acg atg cag ctt gag age 576 
Lys Asn Phe Pro Met Asp He Gin Thr Cys Thr Met Gin Leu Glu Ser 
180 185 190 

ttt ggc tac acc atg aaa gac etc gtg ttt gag tgg ctg gaa gat get 624 
Phe Gly Tyr Thr Met Lys Asp Leu Val Phe Glu Trp Leu Glu Asp Ala 
195 200 205 

!I~- cct 9 ct 9 tc ca ^ gtg get gag ggg ctg act ctg ccc cag ttt ate ttg 672 

MPro Ala Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin Phe He Leu 

*«i 210 215 220 

%i 

Iflcgg gat gag aag gat eta ggc tgt tgt acc aag cac tac aac aca ggg 720 

fffArg Asp Glu Lys Asp Leu Gly Cys Cys Thr Lys His Tyr Asn Thr Gly 



J;;22 5 230 235 



240 



^ aaa ttc acc tgc ate gag gta aag ttt cac ctg gaa egg cag atg ggc 7 68 

J^ys Phe Thr Cys He Glu Val Lys Phe His Leu Glu Arg Gin Met Gly 
iff 245 250 " 255 

l^tac tat ctg att cag atg tac ate ccc age eta etc ate gtc ate ctg 816 

llFyr Tyr Leu He Gin Met Tyr He Pro Ser Leu Leu He Val He Leu 
13 260 265 270 



-■1 



'tec tgg gtc tec ttc tgg ate aac atg gat get gec cct gec cgt gtg 8 64 

Ser Trp Val Ser Phe Trp He Asn Met Asp Ala Ala Pro Ala Arg Val 
2 ?5 280 285 



ggc ctg ggc ate acc acc gtg etc acc atg acc acc cag age tct ggc 
Gly Leu Gly He Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser Gly 
2^0 295 300 



912 



tec egg gec tct ttg cct aag gtg tec tac gtg aag gca ate gac ate 960 

Ser Arg Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala He Asp He 

305 310 315 320 

tgg atg get gtg tgt ctg etc ttt gtg ttc get gec ttg ctg gag tat 1008 

Trp Met Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu Tyr 

325 330 335 

get gec ata aat ttt gtt tct cgt cag cat aaa gaa ttc ata cga ctt 1056 

Ala Ala He Asn Phe Val Ser Arg Gin His Lys Glu Phe He Arg Leu 
340 345 350 



2 



cga aga agg cag agg cgc caa cgc ttg gag gaa gat ate ate caa gaa 1104 
Arg Arg Arg Gin Arg Arg Gin Arg Leu Glu Glu Asp He He Gin Glu 
355 360 365 

agt cgt ttc tat ttc cgt ggc tat ggc ttg ggc cac tgc ctg cag gca 1152 
Ser Arg Phe Tyr Phe Arg Gly Tyr Gly Leu Gly His Cys Leu Gin Ala 
370 375 380 

aga gat gga ggt cca atg gaa ggt tct ggc att tat agt ccc caa cct 1200 
Arg Asp Gly Gly Pro Met Glu Gly Ser Gly He Tyr Ser Pro Gin Pro 
385 390 395 ~ 400 

cca gec cct ctt eta agg gaa gga gaa acc acg egg aaa etc tac gtg 1248 
Pro Ala Pro Leu Leu Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val 
405 410 ' 415 

gac tgagecaaga gaattgacac catctcccgg gctgtcttcc ctttcacttt 1301 
Asp 

l^cctcatcttc aatatcttct actgggttgt ctataaagtg etaeggtcag aagatatcca 1361 

JSpcaggctctg tgaatagggt gggagctata gagtcctget gctggcctcc tgcttcctcc 1421 

^Jtgggtgggct ttctccctca gttagactcc attaggggtt tggacagttc cttcctgatc 1481 

Iptcccactcag aacttcaact accagtccca aagctatgtg ggectatatt gcatggtgcc 1541 

H^atggtggct gtacttataa agatggctta tctaccctag tccatatttt ctccatactt 1601 

pfcccatttct catgagacta aggtttggcc acattcctgg ggccaggatg accttctgcc 1661 

Jpttgctggag cctccctgtt ttccaatact ccagtggaga gtattcagaa cactgctgct 1721 

Ufegattctggc atttgtcatc ttaatctgca ccacttctcc ccctgccacc tcccacccag 1781 

llfagcctggcca ttactctgtc ctctgtccct cctgctgcag attcaaatgg tgagtttctc 1841 

ctatccacaa gtgctgccct gtggggccta gtcaggtttc cttgaagtga gaggaaggca 1901 

aagccgcaag ttccccacct ctcgagaggg ttggaacagt cataggctgc actgggctag 1961 

cgactatatg gcccaacaga gaggtgttca agtctcttgg gaagccccac actttgtctt 2021 

catccctttt cctattgcgc ttgtctgctc tttcctgttc actgagatac tcctcttgtc 2081 

tgtctcttag ttttgaggag agcgttctga gctgaccagg gtagctggtt cagaaattac 2141 

tgtcagaatt ggggcagaga ctttgggttc tcaaaaagac taaccttcca gatccacctg 2201 

aacattctgg tctcagaaat attcgttccg ttccctaatt aactagcatg gtggcaggat 2261 

ctgttggaca gctggggagt gtaaaaaaag aaaaatactt gttctttaag aaacttactt 2321 

tatgatgeta gaaaactttt gagaaaagtg agatccaagg tagtggaacc caggaggagt 2381 

agaatagaga aactattctc agagtgtctt ttgttggctg ggctttcatt tgtttcttct 2441 



3 



ttctcaccaa agtctatttt ccagggccct tcatttccaa cctggtcttt cacctccttt 2501 
tggtgtgcaa ataaaggtgc cgctgcaacc ttgttaagga taaaaaaaaa aaaaaaaaaa 2561 



aaaa 



<210> 2 

<211> 417 

<212> PRT 

<213> homo sapiens 



<400> 2 

Met Thr Thr Leu Val Pro Ala Thr Leu Ser Phe Leu Leu Leu Trp Thr 
1 5 10 15 

Leu Pro Gly Gin Val Leu Leu Arg Val Ala Leu Ala Lys Glu Glu Val 

l"*Lys Ser Gly Thr Lys Gly Ser Gin Pro Met Ser Pro Ser Asp Phe Leu 
2i 35 40 45 



JpAsp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp Ala Arg lie Arg Pro 
IP 50 55 60 

;;;;Asn Phe Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 

p! 65 70 75 80 

■0* 

IJSer Phe Ser Ser Val Thr Lys Thr Thr Met Asp Tyr Arg Val Asn Val 

III 8 5 90 95 

Phe Leu Arg Gin Gin Trp Asn Asp Pro Arg Leu Ser Tyr Arg Glu Tyr 
100 105 110 

Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met Leu Asp Ser He Trp 
115 120 125 



Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly Ala Asn Phe His Glu 
130 135 140 



Val Thr Thr Asp Asn Lys Leu Leu Arg He Phe Lys Asn Gly Asn Val 
145 150 155 " 160 



Leu Tyr Ser He Arg Leu Thr Leu He Leu Ser Cys Leu Met Asp Leu 
165 170 175 



2565 



4 



Lys Asn Phe Pro Met Asp He Gin Thr Cys Thr Met Gin Leu Glu Ser 
180 185 190 



Phe Gly Tyr Thr Met Lys Asp Leu Val Phe Glu Trp Leu Glu Asp Ala 
195 200 205 



Pro Ala Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin Phe He Leu 
210 215 220 



Arg Asp Glu Lys Asp Leu Gly Cys Cys Thr Lys His Tyr Asn Thr Gly 
22 5 230 235 " 240 



Lys Phe Thr Cys He Glu Val Lys Phe His Leu Glu Arg Gin Met Gly 
245 250 255 

*j^Tyr Tyr Leu He Gin Met Tyr He Pro Ser Leu Leu He Val He Leu 
W 2 60 265 27 0 

\i 

111 

ffjSer Trp Val Ser Phe Trp He Asn Met Asp Ala Ala Pro Ala Arg Val 
JC 275 280 285 



J^Gly Leu Gly He Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser Gly 
M 290 2 95 300 



UjSer Arg Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala He Asp He 
CP 05 310 315 320 

III 

Trp Met Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu Tyr 
325 330 335 

Ala Ala He Asn Phe Val Ser Arg Gin His Lys Glu Phe He Arg Leu 
34 0 345 350 



Arg Arg Arg Gin Arg Arg Gin Arg Leu Glu Glu Asp He He Gin Glu 
355 360 365 



Ser Arg Phe Tyr Phe Arg Gly Tyr Gly Leu Gly His Cys Leu Gin Ala 
370 375 380 



Arg Asp Gly Gly Pro Met Glu Gly Ser Gly He Tyr Ser Pro Gin Pro 
385 390 395 400 



5 



Pro Ala Pro Leu Leu Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val 
405 410 J 415 



Asp 



<210> 


3 




<211> 


1640 




<212> 


DNA 




<213> 


homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . . 


(1293) 


<400> 


3 





atg aca act ctt gtt cct gca acc etc tec ttc ctt ctt etc tgg acc 48 



Met 



Thr Thr Leu Val Pro Ala Thr Leu Ser Phe Leu Leu Leu Trp Thr 



Z; 1 5 10 15 



%4ctg cca ggg cag gtc etc etc agg gtg gee ttg gca aaa gag gaa gtc 9 6 

%lLeu Pro Gly Gin Val Leu Leu Arg Val Ala Leu Ala Lys Glu Glu Val 

|ft 20 25 30 

jpaaa tct gga acc aag ggg tec cag ccc atg tec ccc tct gat ttc eta 144 

ipLys Ser Gly Thr Lys Gly Ser Gin Pro Met Ser Pro Ser Asp Phe Leu 
35 4 0 4 5 

Jj^ac aaa ctt atg ggg cga aca tct gga tat gat gee agg att egg ccc 192 

;l&sp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp Ala Arg He Arg Pro 
¥\ 50 55 60 

|gaat ttt aaa ggc cca ccc gtg aac gtg acc tgc aac ate ttc ate aac 24 0 

flfsn Phe Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 
"65 70 75 



80 



agt ttc age tec gtc acc aag acc aca atg gac tac egg gtg aat gtc 
Ser Phe Ser Ser Val Thr Lys Thr Thr Met Asp Tyr Arg Val Asn Val 
85 90 95 



gtg acc acg gac aac aag tta ctg cgc ate ttc aag aat ggg aat gtg 
Val Thr Thr Asp Asn Lys Leu Leu Arg He Phe Lys Asn Gly Asn Val 



288 



ttc ttg egg caa cag tgg aat gac cca cgc ctg tec tac cga gaa tat 336 
Phe Leu Arg Gin Gin Trp Asn Asp Pro Arg Leu Ser Tyr Arg Glu Tyr 
100 105 HO 

cct gat gac tct ctg gac etc gat ccc tec atg ctg gac tct ate tgg 384 
Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met Leu Asp Ser He Trp 
115 120 125 

aag cca gac etc ttc ttt get aat gag aaa ggg gee aac ttc cat gag 432 
Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly Ala Asn Phe His Glu 
130 135 140 



480 



6 



145 



150 



155 



160 



ctg tac age ate agg ctg acc etc att ttg tec tgc ctg atg gac etc 528 

Leu Tyr Ser lie Arg Leu Thr Leu lie Leu Ser Cys Leu Met Asp Leu 
165 170 175 

aag aac ttc ccc atg gac ate cag acg tgc acg atg cag ctt gag age 576 

Lys Asn Phe Pro Met Asp lie Gin Thr Cys Thr Met Gin Leu Glu Ser 
180 185 190 

tea tec ata etc tgc age cct ctg cca tct ctg tea ctt tea gtt ggc 624 

Ser Ser lie Leu Cys Ser Pro Leu Pro Ser Leu Ser Leu Ser Val Gly 
195 200 205 

tac acc atg aaa gac etc gtg ttt gag tgg ctg gaa gat get cct get 672 

Tyr Thr Met Lys Asp Leu Val Phe Glu Trp Leu Glu Asp Ala Pro Ala 
210 215 220 

gtc caa gtg get gag ggg ctg act ctg ccc cag ttt ate ttg egg gat 720 

Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin Phe lie Leu Arg Asp 

225 230 235 240 

M gag aag gat eta ggc tgt tgt acc aag cac tac aac aca ggg aaa ttc 7 68 

©Glu Lys Asp Leu Gly Cys Cys Thr Lys His Tyr Asn Thr Gly Lys Phe 
%l 245 250 ~ 255 

III 

fpacc tgc ate gag gta aag ttt cac ctg gaa egg cag atg ggc tac tat 816 

IP Thr Cys lie Glu Val Lys Phe His Leu Glu Arg Gin Met Gly Tyr Tyr 
JIJ 260 265 270 

jLctg att cag atg tac ate ccc age eta etc ate gtc ate ctg tec tgg 8 64 

M"Leu lie Gin Met Tyr lie Pro Ser Leu Leu lie Val lie Leu Ser Trp 
III 275 280 285 



fjjgtc tec ttc tgg ate aac atg gat get gec cct gec cgt gtg ggc ctg 912 



QVal Ser Phe Trp lie Asn Met Asp Ala Ala Pro Ala Arg Val Gly Leu 
m 290 295 300 



ggc ate acc acc gtg etc acc atg acc acc cag age tct ggc tec egg 960 
Gly lie Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser Gly Ser Arg 
305 310 315 320 

gee tct ttg cct aag gtg tec tac gtg aag gca ate gac ate tgg atg 1008 
Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala lie Asp lie Trp Met 
325 330 335 

get gtg tgt ctg etc ttt gtg ttc get gec ttg ctg gag tat get gec 1056 
Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu Tyr Ala Ala 
340 345 350 

ata aat ttt gtt tct cgt cag cat aaa gaa ttc ata cga ctt cga aga 1104 
lie Asn Phe Val Ser Arg Gin His Lys Glu Phe lie Arg Leu Arg Arg 
355 360 365 

agg cag agg cgc caa cgc ttg gag gaa gat ate ate caa gaa agt cgt 1152 
Arg Gin Arg Arg Gin Arg Leu Glu Glu Asp lie lie Gin Glu Ser Arg 
370 375 380 



7 



ttc tat ttc cgt ggc tat ggc ttg ggc cac tgc ctg cag gca aga gat 1200 
Phe Tyr Phe Arg Gly Tyr Gly Leu Gly His Cys Leu Gin Ala Arg Asp 
385 390 395 " 400 

gga ggt cca atg gaa ggt tct ggc att tat agt ccc caa cct cca gcc 1248 
Gly Gly Pro Met Glu Gly Ser Gly He Tyr Ser Pro Gin Pro Pro Ala 
405 410 415 

cct ctt eta agg gaa gga gaa acc acg egg aaa etc tac gtg gac 1293 
Pro Leu Leu Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val Asp 
420 425 430 



tgagecaaga 


gaattgacac 


catctcccgg 


gctgtcttcc 


ctttcacttt 


cctcatcttc 


1353 


aatatcttct 


actgggttgt 


ctataaagtg 


ctatggtcag 


aagatatcca 


ccaggctctg 


1413 


tgaatagggt 


gggagctata 


gagtcctget 


gctggcctcc 


tgcttcctcc 


tgggtgggct 


1473 


ttctccctca 


gttagactcc 


attaggggtt 


tggacagttc 


cttcctgatc 


tcccactcag 


1533 


J^aacttcaact 


accagtccca 


aagctatgtg 


ggectatatt 


gcatggtgcc 


aatggtggct 


1593 


Mgtacttataa agatggctta 


tctaccctaa 


aaaaaaaaaa 


aaaaaaa 




1640 



C0<210> 4 

jg<211> 4 31 

jfi<212> PRT 

^ <213> homo sapiens 

J^<4 00> 4 

pi 

|#Met Thr Thr Leu Val Pro Ala Thr Leu Ser Phe Leu Leu Leu Trp Thr 
4||1 5 10 15 

Leu Pro Gly Gin Val Leu Leu Arg Val Ala Leu Ala Lys Glu Glu Val 
20 25 30 

Lys Ser Gly Thr Lys Gly Ser Gin Pro Met Ser Pro Ser Asp Phe Leu 
35 40 45 

Asp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp Ala Arg He Arg Pro 
50 55 60 



Asn Phe Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 
65 70 75 80 



Ser Phe Ser Ser Val Thr Lys Thr Thr Met Asp Tyr Arg Val Asn Val 
85 90 " 95 



8 



Phe Leu Arg Gin Gin Trp Asn Asp Pro Arg Leu Ser Tyr Arg Glu Tyr 
100 105 110 



Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met Leu Asp Ser He Trp 
115 120 125 



Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly Ala Asn Phe His Glu 
130 135 140 



Val Thr Thr Asp Asn Lys Leu Leu Arg He Phe Lys Asn Gly Asn Val 
145 150 155 " 160 



Leu Tyr Ser He Arg Leu Thr Leu He Leu Ser Cys Leu Met Asp Leu 
165 170 175 



I^Lys Asn Phe Pro Met Asp He Gin Thr Cys Thr Met Gin Leu Glu Ser 
180 185 190 



MSer Ser He Leu Cys Ser Pro Leu Pro Ser Leu Ser Leu Ser Val Gly 
III 195 200 205 

g|Tyr Thr Met Lys Asp Leu Val Phe Glu Trp Leu Glu Asp Ala Pro Ala 



210 215 220 



f-Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin Phe He Leu Arg Asp 
f? 25 230 235 240 



Uplu Lys Asp Leu Gly Cys Cys Thr Lys His Tyr Asn Thr Gly Lys Phe 
245 250 ~ 255 

Thr Cys He Glu Val Lys Phe His Leu Glu Arg Gin Met Gly Tyr Tyr 
260 265 270 



Leu He Gin Met Tyr lie Pro Ser Leu Leu He Val He Leu Ser Trp 
275 280 285 



Val Ser Phe Trp He Asn Met Asp Ala Ala Pro Ala Arg Val Gly Leu 
290 295 300 



Gly He Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser Gly Ser Arg 
305 310 315 320 



Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala He Asp lie Trp 



Met 



9 



325 



330 



335 



; ■■■■■ 



Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu Tyr Ala Ala 
340 345 350 

lie Asn Phe Val Ser Arg Gin His Lys Glu Phe lie Arg Leu Arg Arg 
355 360 365 

Arg Gin Arg Arg Gin Arg Leu Glu Glu Asp He He Gin Glu Ser Arg 
370 375 380 

Phe Tyr Phe Arg Gly Tyr Gly Leu Gly His Cys Leu Gin Ala Arg Asp 
385 390 395 400 



Gly Gly Pro Met Glu Gly Ser Gly He Tyr Ser Pro Gin Pro Pro Ala 
405 410 415 



WPro Leu Leu Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val Asp 
M 420 425 " 430 



j;<210> 5 
Sj<211> 67 9 
•*<212> DNA 



*^<213> homo sapiens 
5^<4 00> 5 



f^ i: atatagcacg 


tagagctgct 


tagcatacat 


ctatctcatg 


agtagtgttg 


tgaccataaa 


60 


IJpagcatgcaa 

■1 

attgatgggt 


tgggcctgtg 


tacccaaggc 


accttgtctg 


cataacattc 


cctatgagat 


120 


ggtctgttct 


ctatccctct 


gcctttgagc 


tttgacctca 


aattctgccg 


180 


tttcttcctt 


gtaattccag 


gaggaagata 


tcatccaaga 


aagtcgtttc 


tatttccgtg 


240 


gctatggctt 


gggccactgc 


ctgcaggcaa 


gagatggagg 


tccaatggaa 


ggttctggca 


300 


tttatagtcc 


ccaacctcca 


gcccctcttc 


taagggaagg 


agaaaccacg 


cggaaactct 


360 


acgtggactg 


agccaagaga 


attgacacca 


tctcccgggc 


tgtcttccct 


ttcactttcc 


420 


tcatcttcaa 


tatcttctac 


tgggttgtct 


ataaagtgct 


atggtcagaa 


gatatccacc 


480 


aggctctgtg 


aatagggtgg 


gagctataga 


gtcctgctgc 


tggcctcctg 


cttcctcctg 


540 


ggtgggcttt 


ctccctcagt 


tagactccat 


taggggtttg 


gacagttcct 


tcctgatctc 


600 


ccactcagaa 


cttcaactac 


cagtcccaaa 


gctatgtggg 


cctatattgc 


atggtgccaa 


660 


tggtggctgt 


acttataaa 










679 
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<210> 6 

<211> 80 

<212> DNA 

<213> homo sapiens 

<400> 6 

aggggctgga ggttggggac tataaatgcc agaaccttcc attggacctc catctcttgc 60 
ctgcaggcag tggcccaagc qq 

<210> 7 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 7 

tcgtttctat ttccgtggct 20 

!fx210> 8 

g<211> 20 

I3<212> DNA 

*%J<213> homo sapiens 

jfj<4 00> 8 

,pcgggagatgg tgtcaattct 20 

m 

^ ; <210> 9 



;; : ;<211> 993 

!ll<212> DNA 

|^<213> homo sapiens 

Ml 

|fK400> 9 



•^tgacaactc 


ttgttcctgc 


aaccctctcc 


ttccttcttc 


tctggaccct 


gccagggcag 


60 


gtcctcctca 


gggtggcctt 


ggcaaaagag 


gaagtcaaat 


ctggaaccaa 


ggggtcccag 


120 


cccatgtccc 


cctctgattt 


cctagacaaa 


cttatggggc 


gaacatctgg 


atatgatgcc 


180 


aggattcggc 


ccaattttaa 


aggcccaccc 


gtgaacgtga 


cctgcaacat 


cttcatcaac 


240 


agtttcagct 


ccatcaccaa 


gaccacaatg 


gcttgctggg 


cccctgggaa 


tggcaatgtt 


300 


tctgaagggc 


ccatatctgc 


accctcccag 


gactaccggg 


tgaatgtctt 


cttgcggcaa 


360 


cagtggaatg 


acccacgcct 


gtcctaccga 


gaatatcctg 


atgactctct 


ggacctcgat 


420 


ccctccatgc 


tggactctat 


ctggaagcca 


gacctcttct 


ttgctaatga 


gaaaggggcc 


480 


aacttccatg 


aggtgaccac 


ggacaacaag 


ttactgcgca 


tcttcaagaa 


tgggaatgtg 


540 


ctgtacagca 


tcaggctgac 


cctcattttg 


tcctgcctga 


tggacctcaa 


gaacttcccc 


600 


atggacatcc 


agacctgcac 


gatgcagctt 


gagagctttg 


gctacaccat 


gaaagacctc 


660 



11 



gtgtttgagt ggctggaaga tgctcctgct gtccaagtgg ctgaggggct gactctgccc 720 
cagtttatct tgcgggatga gaaggatcta ggctgttgta ccaagcacta caacacaggg 780 
aaattcacct gcatcgaggt aaagtttcac ctggaacggc agatgggcta ctatctgatt 840 
cagatgtaca tccccagcct actcatcgtc atcctgtcct gggtctcctt ctggatcaac 
atggatgctg cccctgcccg tgtgggcctg ggcatcacca ccgtgctcac catgaccacc 
cagagctctg gctcccgggc ctctttgcct aag 



<210> 10 

<211> 449 

<212> PRT 

<213> Homo sapiens 

<400> 10 

C; Met T Y r Ser Phe Asn Thr Leu Arg Leu Tyr Leu Ser Gly Ala He Val 
^ a 5 10 15 



'yphe Phe Ser Leu Ala Ala Ser Lys Glu Ala Glu Ala Ala Arg Ser Ala 

IH 20 25 30 

jgThr Lys Pro Met Ser Pro Ser Asp Phe Leu Asp Lys Leu Met Gly Arg 

|f| 35 4 0 45 

^ Th r Ser Gly Tyr Asp Ala Arg He Arg Pro Asn Phe Lys Gly Pro Pro 
50 55 " 60 



P=Val Asn Val Ser Cys Asn He Phe He Asn Ser Phe Gly Ser He Ala 
tlJ 65 70 75 ' 80 

HjGlu Thr Thr Met Asp Tyr Arg Val Asn He Phe Leu Arg Gin Gin Trp 
85 90 " 95 

Asn Asp Pro Arg Leu Ala Tyr Asn Glu Tyr Pro Asp Asp Ser Leu Asp 
100 105 HO 

Leu Asp Pro Ser Met Leu Asp Ser He Trp Lys Pro Asp Leu Phe Phe 
115 120 125 

Ala Asn Glu Lys Gly Ala His Phe His Glu He Thr Thr Asp Asn Lys 
130 135 140 

Leu Leu Arg He Ser Arg Asn Gly Asn Val Leu Tyr Ser He Arg He 
145 150 155 160 

Thr Leu Thr Leu Ala Cys Pro Met Asp Leu Lys Asn Phe Pro Met Asp 
165 170 175 

Val Gin Thr Cys He Met Gin Leu Glu Ser Phe Gly Tyr Thr Met Asn 
180 185 190 



900 
960 
993 
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Asp Leu He Phe Glu Trp Gin Glu Gin Gly Ala Val Gin Val Ala Asp 
1^5 200 205 

Gly Leu Thr Leu Pro Gin Phe He Leu Lys Glu Glu Lys Asp Leu Arg 
210 215 220 

Tyr Cys Thr Lys His Tyr Asn Thr Gly Lys Phe Thr Cys He Glu Ala 
225 230 235 ~ 240 

Arg Phe His Leu Glu Arg Gin Met Gly Tyr Tyr Leu He Gin Met Tyr 
245 250 255 

He Pro Ser Leu Leu He Val He Leu Ser Trp He Ser Phe Trp He 
260 265 270 

Asn Met Asp Ala Ala Pro Ala Arg Val Gly Leu Gly He Thr Thr Val 
275 280 285 

Leu Thr Met Thr Thr Gin Ser Ser Gly Ser Arg Ala Ser Leu Pro Lys 
290 295 300 

E Val Ser T yr Val Lys Ala He Asp He Trp Met Ala Val Cys Leu Leu 
S 305 310 315 " 320 

HJPhe Val Phe Ser Ala Leu Leu Glu Tyr Ala Ala Val Asn Phe Val Ser 
111 325 330 335 

JgArg Gin His Lys Glu Leu Leu Arg Phe Arg Arg Lys Arg Arg His His 
|P 340 345 350 

JU^ys Glu Asp Glu Ala Gly Glu Gly Arg Phe Asn Phe Ser Ala Tyr Gly 

j|J 355 360 365 

J*Met Gly Pro Ala Cys Leu Gin Ala Lys Asp Gly He Ser Val Lys Gly 

III 370 375 " " 380 

f, Ala Asn Asn Ser Asn Thr Thr Asn Pro Pro Pro Ala Pro Ser Lys Ser 

385 390 395 400 

Pro Glu Glu Met Arg Lys Leu Phe He Gin Arg Ala Lys Lys He Asp 
405 410 415 

Lys He Ser Arg He Gly Phe Pro Met Ala Phe Leu He Phe Asn Met 
420 425 430 

Phe Tyr Trp He He Tyr Lys He Val Arg Arg Glu Asp Val His Asn 
435 440 445 

Gin 



<210> 11 

<211> 465 

<212> PRT 

<213> Homo sapiens 

<400> 11 
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Met Ala His Val Arg His Phe Arg Thr Leu Val Ser Gly Phe Tyr Phe 
1 5 10 15 

Trp Glu Ala Ala Leu Leu Leu Ser Leu Val Ala Thr Lys Glu Thr Asp 
20 25 30 

Ser Ala Arg Ser Arg Ser Ala Pro Met Ser Pro Ser Asp Phe Leu Asp 
35 40 45 

Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp Ala Arg He Arg Pro Asn 
50 55 60 

Phe Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn Ser 
65 70 75 80 

Phe Gly Ser He Ala Glu Thr Thr Met Asp Tyr Arg Val Asn He Phe 
85 90 ~ 95 

Leu Arg Gin Lys Trp Asn Asp Pro Arg Leu Ala Tyr Ser Glu Tyr Pro 
100 105 110 



;gAsp Asp Ser Leu Asp Leu Asp Pro Ser Met Leu Asp Ser He Trp Lys 

W 115 120 * 125 

IflPro Asp Leu Phe Phe Ala Asn Glu Lys Gly Ala Asn Phe His Glu Val 
II 130 135 ~ 14 0 



mThr Thr Asp Asn Lys Leu Leu Arg He Phe Lys Asn Gly Asn Val Leu 
», 145 150 155 ^ 160 

J;;f:Tyr Ser He Arg Leu Thr Leu Thr Leu Ser Cys Pro Met Asp Leu Lys 

II 165 170 175 

IlJAsn Phe Pro Met Asp Val Gin Thr Cys He Met Gin Leu Glu Ser Phe 

180 185 190 



Gly Tyr Thr Met Asn Asp Leu He Phe Glu Trp Gin Asp Glu Ala Pro 
1^5 200 205 

Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin Phe Leu Leu Lys Glu 
210 215 220 

Glu Lys Asp Leu Arg Tyr Cys Thr Lys His Tyr Asn Thr Gly Lys Phe 
22 5 230 235 240 

Thr Cys He Glu Val Arg Phe His Leu Glu Arg Gin Met Gly Tyr Tyr 
245 250 255 

Leu He Gin Met Tyr He Pro Ser Leu Leu He Val He Leu Ser Trp 
260 265 270 

Val Ser Phe Trp He Asn Met Asp Ala Ala Pro Ala Arg Val Ala Leu 
275 280 285 

Gly He Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser Gly Ser Arg 
2 90 2 95 300 
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Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala He Asp He Trp Met 
305 310 315 320 

Ala Val Cys Leu Leu Phe Val Phe Ser Ala Leu Leu Glu Tyr Ala Ala 
325 330 335 

Val Asn Phe Val Ser Arg Gin His Lys Glu Leu Leu Arg Phe Arg Arg 
340 345 350 

Lys Arg Lys Asn Lys Thr Glu Ala Phe Ala Leu Glu Lys Phe Tyr Arg 
355 3 60 365 

Phe Ser Asp Met Asp Asp Glu Val Arg Glu Ser Arg Phe Ser Phe Thr 
370 375 380 

Ala Tyr Gly Met Gly Pro Cys Leu Gin Ala Lys Asp Gly Met Thr Pro 
385 390 395 ' 400 

Lys Gly Pro Asn His Pro Val Gin Val Met Pro Lys Ser Pro Asp Glu 
405 410 415 



ttMet Arg Lys Val Phe He Asp Arg Ala Lys Lys He Asp Thr He Ser 
W 420 425 4 30 

IflArg Ala Cys Phe Pro Leu Ala Phe Leu He Phe Asn He Phe Tyr Trp 
III 435 440 445 

m Val lie Tyr Lys He Leu Arg His Glu Asp He His His Gin Gin Gin 
Z" 450 455 460 

MAsp 
f Ufa 65 

lyK210> 12 

p<211> 337 

|?3<212> PRT 

<213> Mus irtusculus 

<220> 

<221> UNSURE 

<222> (322) . . (322) 

<223> wherein "X" is any amino acid. 



<400> 12 



Val Ala Leu Ala Lys Glu Asp Val 
1 5 

Pro Met Ser Pro Ser Asp Phe Leu 
20 

Gly Tyr Asp Ala Arg He Arg Pro 

35 " 40 

Val Thr Cys Asn He Phe He Asn 



Lys Ser Gly Leu Lys Gly Ser Gin 
10 15 

Asp Lys Leu Met Gly Arg Thr Ser 
25 30 

Asn Phe Lys Gly Pro Pro Val Asn 
45 

Ser Phe Gly Ser Val Thr Glu Thr 
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50 55 60 

Thr Met Asp Tyr Arg Val Asn Val Phe Leu Arg Gin Gin Trp Asn Asp 
65 70 75 80 

Pro Arg Leu Ala Tyr Arg Glu Tyr Pro Asp Asp Ser Leu Asp Leu Asp 
8 5 90 95 

Pro Ser Met Leu Asp Ser Tie Trp Lys Pro Asp Leu Phe Phe Ala Asn 
100 105 110 

Glu Lys Gly Ala Asn Phe His Glu Val Thr Thr Asp Asn Lys Leu Leu 
115 120 125 

Arg lie Phe Lys Asn Gly Asn Val Leu Tyr Ser lie Arg Leu Thr Leu 
130 135 140 

lie Leu Ser Cys Pro Met Asp Leu Lys Asn Phe Pro Met Asp lie Gin 
145 150 155 160 

Thr Cys Thr Met Gin Leu Glu Ser Phe Gly Tyr Thr Met Asn Asp Leu 
1^ 165 17 0 17 5 

■las! 

|p Met Phe Glu Trp Leu Glu Asp Ala Pro Ala Val Gin Val Ala Glu Gly 
%i 180 185 190 



i^Leu Thr Leu Pro Gin Phe lie Leu Arg Asp Glu Lys Asp Leu Gly Tyr 
195 200 205 



\hCys Thr Lys His Tyr Asn Thr Gly Lys Phe Thr Cys He Glu Val Lys 
210 215 220 

ftJPhe His Leu Glu Arg Gin Met Gly Tyr Tyr Leu He Gin Met Tyr He 
1^225 230 235 240 

fit 

p$Pro Ser Leu Leu He Val He Leu Ser Trp Val Ser Phe Trp He Asn 

JfJ 245 250 255 

Met Asp Ala Ala Pro Ala Arg Val Gly Leu Gly He Thr Thr Val Leu 
260 265 270 

Thr Met Thr Thr Gin Ser Ser Gly Ser Arg Ala Ser Leu Pro Lys Val 
275 280 285 

Ser Tyr Val Lys Ala He Asp He Trp Met Ala Val Cys Leu Leu Phe 
290 295 300 

Val Phe Ala Ala Leu Leu Glu Tyr Ala Ala Val Asn Phe Val Ser Arg 
305 310 315 320 

Gin Xaa Lys Glu Phe Met Arg Leu Arg Arg Arg Gin Arg Arg Gin Arg 
325 330 335 

Met 



<210> 13 
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<211> 452 
<212> PRT 
<213> Homo sapiens 



<400> 13 



Met Asn Arg Gin Leu Val Asn He Leu Thr Ala Leu Phe Ala Phe Phe 
1 5 10 15 

Leu Glu Thr Asn His Phe Arg Thr Ala Phe Cys Lys Asp His Asp Ser 
20 25 30 

Arg Ser Gly Lys Gin Pro Ser Gin Thr Leu Ser Pro Ser Asp Phe Leu 
35 40 45 

Asp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp Ala Arg He Arg Pro 
50 55 60 

Asn Phe Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 
65 70 75 80 

h Ser Phe G± y Ser Val Thr Glu Thr Thr Met Asp Tyr Arg Val Asn He 
P. 85 90 " 95 

•yPhe Leu Arg Gin Gin Trp Asn Asp Ser Arg Leu Ala Tyr Ser Glu Tyr 
Ul 100 105 110 

m 

J* Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met Leu Asp Ser He Trp 
|f| H5 120 125 

; p.Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly Ala Asn Phe His Asp 

IS 130 

pval Thr Thr Asp Asn Lys Leu Leu Arg lie Ser Lys Asn Gly Lys Val 
1JJ145 150 155 160 

lyLeu Tyr Ser He Arg Leu Thr Leu Thr Leu Ser Cys Pro Met Asp Leu 
165 170 175 

Lys Asn Phe Pro Met Asp Val Gin Thr Cys Thr Met Gin Leu Glu Ser 
180 185 190 

Phe Gly Tyr Thr Met Asn Asp Leu He Phe Glu Trp Leu Ser Asp Gly 
!95 200 205 

Pro Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin Phe lie Leu Lys 
210 215 220 

Glu Glu Lys Glu Leu Gly Tyr Cys Thr Lys His Tyr Asn Thr Gly Lys 
225 230 235 240 

Phe Thr Cys He Glu Val Lys Phe His Leu Glu Arg Gin Met Gly Tyr 
245 250 255 

Tyr Leu He Gin Met Tyr He Pro Ser Leu Leu He Val He Leu Ser 
260 265 270 
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Trp Val Ser Phe Trp lie Asn Met Asp Ala Ala Pro Ala Arg Val Ala 
275 280 285 

Leu Gly He Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser Gly Ser 
290 295 300 

Arg Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala He Asp He Trp 
305 310 315 320 

Met Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu Tyr Ala 
325 330 335 

Ala Val Asn Phe Val Ser Arg Gin His Lys Glu Phe Leu Arg Leu Arg 
340 345 350 

Arg Arg Gin Lys Arg Gin Asn Lys Glu Glu Asp Val Thr Arg Glu Ser 
355 360 365 

Arg Phe Asn Phe Ser Gly Tyr Gly Met Gly His Cys Leu Gin Val Lys 
370 375 380 

^sp Gly Thr Ala Val Lys Ala Thr Pro Ala Asn Pro Leu Pro Gin Pro 
J5J385 390 395 400 

Jj: Pro As P G1 Y A sp Ala He Lys Lys Lys Phe Val Asp Arg Ala Lys 

tfl 405 410 415 

if i 

J'Arg He Asp Thr He Ser Arg Ala Ala Phe Pro Leu Ala Phe Leu He 
If! 420 425 430 

I^-Phe Asn He Phe Tyr Trp He Thr Tyr Lys He He Arg His Glu Asp 
9\\ 435 440 445 

N j V al His Lys Lys 

III 4 5 0 

f|j<210> 14 

' "<2il> 298 

<212> PRT 

<213> homo sapiens 

<400> 14 

Pro Ser Asp Phe Leu Asp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp 
1 5 10 15 

Ala Arg lie Arg Pro Asn Phe Lys Gly Pro Pro Val Asn Val Thr Cys 
20 25 30 

Asn He Phe He Asn Ser Phe Ser Ser Val Thr Lys Thr Thr Met Asp 
35 40 45 

Tyr Arg Val Asn Val Phe Leu Arg Gin Gin Trp Asn Asp Pro Arg Leu 
50 55 60 

Ser Tyr Arg Glu Tyr Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met 
65 70 75 " 80 
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Leu Asp Ser He Trp Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly 

85 90 95 

Ala Asn Phe His Glu Val Thr Thr Asp Asn Lys Leu Leu Arg He Phe 
100 105 110 

Lys Asn Gly Asn Val Leu Tyr Ser He Arg Leu Thr Leu He Leu Ser 
115 120 125 

Cys Leu Met Asp Leu Lys Asn Phe Pro Met Asp He Gin Thr Cys Thr 
130 135 14 0 

Met Gin Leu Glu Ser Phe Gly Tyr Thr Met Lys Asp Leu Val Phe Glu 
145 150 155 160 

Trp Leu Glu Asp Ala Pro Ala Val Gin Val Ala Glu Gly Leu Thr Leu 
165 170 175 

Pro Gin Phe He Leu Arg Asp Glu Lys Asp Leu Gly Cys Cys Thr Lys 
■U 180 i85 190 

Mtfis Tyr Asn Thr Gly Lys Phe Thr Cys He Glu Val Lys Phe His Leu 

H i95 200 205 

%| 

tjlGlu Arg Gin Met Gly Tyr Tyr Leu He Gin Met Tyr He Pro Ser Leu 
II 210 215 220 

SB* 

p Leu Ile Val Ile L eu Ser Trp Val Ser Phe Trp He Asn Met Asp Ala 
n , 225 230 235 240 

JffUa Pro Ala Arg Val Gly Leu Gly Ile Thr Thr Val Leu Thr Met Thr 
|M 245 250 255 

UJThr Gin Ser Ser Gly Ser Arg Ala Ser Leu Pro Lys Val Ser Tyr Val 
CI 260 265 270 

III 

Lys Ala Ile Asp Ile Trp Met Ala Val Cys Leu Leu Phe Val Phe Ala 
275 280 285 

Ala Leu Leu Glu Tyr Ala Ala Ile Asn Phe 
290 295 

<210> 15 

<211> 312 

<212> PRT 

<213> homo sapiens 

<400> 15 

Pro Ser Asp Phe Leu Asp Lys Leu Met Gly Arg Thr Ser Gly Tyr Asp 
1 5 10 15 

Ala Arg He Arg Pro Asn Phe Lys Gly Pro Pro Val Asn Val Thr Cys 
20 25 30 

Asn lie Phe Ile Asn Ser Phe Ser Ser Val Thr Lys Thr Thr Met Asp 
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35 



40 



45 



Tyr Arg Val Asn Val Phe Leu Arg Gin Gin Trp Asn Asp Pro Arg Leu 
50 55 60 

Ser Tyr Arg Glu Tyr Pro Asp Asp Ser Leu Asp Leu Asp Pro Ser Met 
65 70 75 80 

Leu Asp Ser lie Trp Lys Pro Asp Leu Phe Phe Ala Asn Glu Lys Gly 
85 90 95 

Ala Asn Phe His Glu Val Thr Thr Asp Asn Lys Leu Leu Arg lie Phe 
100 105 110 

Lys Asn Gly Asn Val Leu Tyr Ser lie Arg Leu Thr Leu lie Leu Ser 
115 120 125 

Cys Leu Met Asp Leu Lys Asn Phe Pro Met Asp lie Gin Thr Cys Thr 
130 135 140 

Met Gin Leu Glu Ser Ser Ser lie Leu Cys Ser Pro Leu Pro Ser Leu 
1*145 150 155 160 

QSer Leu Ser Val Gly Tyr Thr Met Lys Asp Leu Val Phe Glu Trp Leu 
S| 165 170 175 

111 

ffplu Asp Ala Pro Ala Val Gin Val Ala Glu Gly Leu Thr Leu Pro Gin 

5 180 185 190 

***Phe lie Leu Arg Asp Glu Lys Asp Leu Gly Cys Cys Thr Lys His Tyr 
* 195 200 205 

flksn Thr Gly Lys Phe Thr Cys lie Glu Val Lys Phe His Leu Glu Arg 

hik 210 215 220 

cu 

i^Gln Met Gly Tyr Tyr Leu lie Gin Met Tyr lie Pro Ser Leu Leu lie 
S&25 230 235 240 



Val lie Leu Ser Trp Val Ser Phe Trp lie Asn Met Asp Ala Ala Pro 
245 250 255 

Ala Arg Val Gly Leu Gly lie Thr Thr Val Leu Thr Met Thr Thr Gin 
260 265 270 

Ser Ser Gly Ser Arg Ala Ser Leu Pro Lys Val Ser Tyr Val Lys Ala 
275 280 285 



lie Asp lie Trp Met Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu 
290 295 300 

Leu Glu Tyr Ala Ala lie Asn Phe 
305 310 

<210> 16 

<211> 13 

<212> PRT 

<213> homo sapiens 



20 



<400> 16 



Asn Asp Pro Arg Leu Ser Tyr Arg Glu Tyr Pro Asp Asp 
1 5 10 



<210> 


17 


<211> 


13 


<212> 


PRT 


<213> 


homo 


<400> 


17 


Gly Asn Val 


1 




<210> 


18 


<211> 


13 


<212> 


PRT 


<213> 


homo 






;^<400> 


18 



10 



l^Glu Ser Phe Gly Tyr Thr Met Lys Asp Leu Val Phe Glu 
Zt 1 5 10 

flJ<210> 19 
J;;<2ll> 13 

|y|<212> PRT 

<213> homo sapiens 

|f{<4 00> 19 

f ; Thr Lys His Tyr Asn Thr Gly Lys Phe Thr Cys lie Glu 

tta 5 io 

pi 

f||<210> 2 0 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 20 

Leu Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val Asp 
1 5 10 

<210> 21 

<211> 12 

<212> PRT 

<213> homo sapiens 

<400> 21 

Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val Asp 
15 10 

<210> 22 
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<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 22 

Lys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 
1 5 10 

<210> 23 

<211> 27 

<212> PRT 

<213> homo sapiens 

<400> 23 

Met Gly Tyr Tyr Leu He Gin Met Tyr He Pro Ser Leu Leu He Val 
15 10 15 

He Leu Ser Trp Val Ser Phe Trp He Asn Met 

l :: 20 25 

£ff<210> 24 

Cl<211> 18 

%j<212> PRT 

|||<213> homo sapiens 

1|<4 00> 2 4 

IP 



Val Gly Leu Gly He Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser 
PI 1 5 10 15 

ftfcly Ser 



|J|C210> 25 

||K211> 24 

' '*<212> PRT 

<213> homo sapiens 

<400> 25 



He Trp Met Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu 
1 5 10 15 



Tyr Ala Ala He Asn Phe Val Ser 
20 

<210> 26 

<211> 27 

<212> PRT 

<213> homo sapiens 

<400> 26 



Met Gly Tyr Tyr Leu He Gin Met Tyr He Pro Ser Leu Leu He Val 
1 5 10 15 
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lie Leu Ser Trp Val Ser Phe Trp lie Asn Met 
20 25 

<210> 27 

<211> 18 

<212> PRT 

<213> homo sapiens 

<400> 27 

Val Gly Leu Gly lie Thr Thr Val Leu Thr Met Thr Thr Gin Ser Ser 
15 10 15 

Gly Ser 



<210> 28 

<211> 24 

<212> PRT 

<213> homo sapiens 



I3<400> 28 



H-flle Trp Met Ala Val Cys Leu Leu Phe Val Phe Ala Ala Leu Leu Glu 
ff|l 5 10 15 

If I 

"pTyr Ala Ala He Asn Phe Val Ser 

± 2 0 



*;.<210> 
Ck2ll> 

||k212> 
|¥^213> 



29 
14 
PRT 

homo sapiens 



29 



m 

p:<4 00> 

IB t 

3 " ; tys Gly Pro Pro Val Asn Val Thr Cys Asn He Phe He Asn 
15 10 



<210> 30 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 30 

Asn Asp Pro Arg Leu Ser Tyr Arg Glu Tyr Pro Asp Asp 
1 5 10 

<210> 31 

<211> 13 

<212> PRT 

<213> homo sapiens 



<400> 31 
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Gly Asn Val Leu Tyr Ser lie Arg Leu Thr Leu lie Leu 
15 10 

<210> 32 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 32 

Leu Ser Val Gly Tyr Thr Met Lys Asp Leu Val Phe Glu 
15 10 

<210> 33 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 33 

Thr Lys His Tyr Asn Thr Gly Lys Phe Thr Cys He Glu 



j_ o 

£«? 

€3<210> 34 

%i<211> 13 

|||<212> PRT 

||;|<213> homo sapiens 

If* 

3*<40G> 34 



10 



; : ^Leu Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val Asp 
5 10 

' U 



P<210> 
|jj<211> 
pi<212> 

r r<2i3> 



35 
12 
PRT 

homo sapiens 



<400> 35 

Arg Glu Gly Glu Thr Thr Arg Lys Leu Tyr Val Asp 
1 5 10 

<210> 36 

<211> 8 

<212> PRT 

<213> bacteriophage T7 

<400> 36 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 ' 5 ^ J 



<210> 37 

<211> 733 

<212> DNA 

<213> homo sapiens 
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<400> 37 














cjy tjaii ccgy a. 


j^i ^ /-n ^ -^i r% 4- rrf- 

gCCCdddLCU 


LCCydCdddd 


CICdCdCdtg 


cccaccg igc 


ccagcacc ug 


D U 




tgcaccgtca 


guCLLCCLCt 


tccccccaaa 


acccaag gac 


accc l cauga 


i 9 n 

1ZU 


*f- +• <t y^r 

tCLcccggdC 


t cct gaggt c 


a cat gcgtgg 


tggt ggacgt 


aagccacgaa 


gaccct gagg 


i on 


t caagtt caa. 


ct ggt acgtg 


gacggcgtgg 


a ggt gcat a a 


t gccaagaca 


aagccgcggg 




aggagcagt a 


caacagcacg 


t accgt gt gg 


t cagcgt cct 


caccgt cctg 


caeca ggact 


OKJ U 


ggctgaatgg 


caaggagtac 


aagtgcaagg 


tctccaacaa 


agccctccca 


acccccatcg 


oou 


agaaaaccat 


ctccaaagcc 


aaagggcagc 


cccgagaacc 


acaggtgtac 


accctgcccc 


420 


catcccggga 


tgagctgacc 


aagaaccagg 


tcagcctgac 


ctgcctggtc 


aaaggcttct 


480 


atccaagcga 


catcgccgtg 


gagtgggaga 


gcaatgggca 


gccggagaac 


aactacaaga 


540 


ccacgcctcc 


cgtgctggac 


tccgacggct 


ccttcttcct 


ctacagcaag 


ctcaccgtgg 


600 


1 5 a c a a g a g c a g 

a 


gtggcagcag 


gggaacgtct 


tctcatgctc 


cgtgatgcat 


gaggctctgc 


660 


HJacaaccacta 


cacgcagaag 


agcctctccc 


tgtctccggg 


taaatgagtg 


cgacggccgc 


720 


hi 

l^gactctagag 


gat 










733 



** 4 <210> 38 

* <211> 23 

■iwk<212> DNA 

f||<213> Homo sapiens 

|*& 

| |: K400> 38 

Picaggtgcagc tggtgcagtc tgg 23 

iS 

<210> 39 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 39 

caggtcaact taagggagtc tgg 23 

<210> 40 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 40 

gaggtgeage tggtggagtc tgg 23 

<210> 41 
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<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 41 

caggtgcagc tgcaggagtc ggg 



<210> 42 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 42 

gaggtgcagc tgttgcagtc tgc 



<210> 43 

<211> 23 

<212> DNA 

t <213> Homo sapiens 

I3<400> 4 3 

%-lcaggtacagc tgcagcagtc agg 



|J|<210> 4 4 

jK<211> 2 4 

J|J<212> DNA 

™ <213> Homo sapiens 

tt<400> 44 

Hfcgaggagacg gtgaccaggg tgcc 



«<210> 4 5 

|'||C211> 24 

*"<212> DNA 

<213> Homo sapiens 

<400> 45 

tgaagagacg gtgaccattg tccc 



<210> 46 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 46 

tgaggagacg gtgaccaggg ttcc 



<210> 47 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 47 

tgaggagacg gtgaccgtgg tccc 



<210> 48 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 48 

gacatccaga tgacccagtc tec 



<210> 49 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 49 

gatgttgtga tgactcagtc tec 

Q<210> 50 
C|<211> 23 
■m<212> DNA 

"Iff i 

|^j < 213> Homo sapiens 
%;<400> 50 

fe^gatattgtga tgactcagtc tec 

f|J<210> 51 

y.<211> 23 

| t |<212> DNA 

|!^<213> Homo sapiens 

H>k400> 51 

gaaattgtgt tgacgcagtc tec 



<210> 52 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 52 

gacatcgtga tgacccagtc tec 



<210> 53 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 53 

gaaacgacac tcacgcagtc tec 



<210> 54 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 54 

gaaattgtgc tgactcagtc tec 



<210> 55 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 55 

cagtctgtgt tgacgcagcc gec 



<210> 5 6 
|*<211> 23 
Q<212> DNA 

Homo sapiens 

%i 

|fj<400> 56 

lljcagtctgccc tgactcagcc tgc 

^ 5 <210> 57 

* s <2il> 23 

*wK212> DNA 

Jt|<213> Homo sapiens 

I| : p4 00> 57 

l^icctatgtgc tgactcagcc acc 

Si 

<210> 58 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 58 

tcttctgagc tgactcagga ccc 



<210> 59 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 59 

caegttatae tgactcaacc gec 



<210> 60 



<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 60 

caggctgtgc tcactcagcc gtc 

<210> 61 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 61 

aattttatgc tgactcagcc cca 

<210> 62 

<211> 24 

<212> DNA 

<213> Homo sapiens 



|3<400> 62 

Qacgtttgatt tccaccttgg tccc 



4;;<212> DNA 
1J*<213> Homo sapiens 

Q<400> 63 

fljacgtttgatc tccagcttgg tccc 



Wc212> DNA 

<213> Homo sapiens 

<400> 64 

acgtttgata tccactttgg tccc 

<210> 65 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 65 

acgtttgatc tccaccttgg tccc 

<210> 66 

<211> 24 

<212> DNA 

<213> Homo sapiens 



V:' 
m 



;; J<210> 
K<211> 



63 
24 




64 
24 



<400> 66 

acgtttaatc tccagtcgtg tccc 



<210> 67 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 67 

cagtctgtgt tgacgcagcc gcc 



<210> 68 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 68 

cagtctgccc tgactcagcc tgc 

|SJ<210> 6 9 

^;f|<211> 23 

^'!J<212> DNA 

|p<213> Homo sapiens 

4£<4 00> 69 

yltcctatgtgc tgactcagcc acc 

M 

tfg<210> 70 

£?<211> 23 

f^<212> DNA 

g;J<213> Homo sapiens 

|Ik400> 70 

tcttctgagc tgactcagga ccc 



<210> 71 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 71 

cacgttatac tgactcaacc gcc 



<210> 72 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 72 

caggctgtgc tcactcagcc gtc 



<210> 73 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 73 

aattttatgc tgactcagcc cca 23 



<210> 74 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Ser Ser Ser lie Leu Cys Ser Pro Leu Pro Ser Leu Ser Leu Ser Val 
15 10 15 



4^.<210> 7 5 

J^<211> 21 

55<212> DNA 

M<213> Homo sapiens 

Mi<400> 75 

ftlccttccagat ccacctgaac a 



21 



m 

<210> 
Q <211> 

m<2i2> 

: -; : <213> 



76 
23 
DNA 

Homo sapiens 



';:' : <4 0 0> 7 6 

Ggatcctgcca ccatgctagt taa 



23 



<210> 77 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 77 

ctggtctcag aaatattcgt tccgttccct 



30 



<210> 78 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 78 

gcagcagcgg ccgcgagagc tcatccatac tctgcagcc 39 



31 



<210> 79 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 79 

gcagcagtcg acgtccacgt agagtttccg cgtgg 



<210> 80 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 80 

gcagcagcgg ccgcatgaca actcttgttc ctgcaaccc 



<210> 81 

<211> 36 

<212> DNA 

|.^<213> Homo sapiens 

pj<400> 81 

'^gcagcagtcg acacgagaaa caaaatttat ggcagc 

m 



HI 



m 
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